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Following publication of the original article [1], the
authors reported an error in Fig. 2. The correct figure is
shown below.
Author details
1Research Institute for Veterinary Science and College of Veterinary Medicine,
Seoul National University, Seoul, Republic of Korea. 2Department of Food and
Animal Biotechnology, Department of Agricultural Biotechnology, Research
Institute for Agriculture and Life Sciences, and Center for Food and
Bioconvergence, Seoul National University, Seoul, Republic of Korea. 3School
of Public Health, University of Alberta, Edmonton, Alberta, Canada.
Reference
1. Kim J, Guk J-H, Mun S-H, An J-U, Song H, Kim J, Ryu S, Jeon B, Cho S.
Metagenomic analysis of isolation methods of a targeted microbe,
Campylobacter jejuni, from chicken feces with high microbial contamination.
Microbiome. 2019;7:67.
© The Author(s). 2019 Open Access This article is distributed under the terms of the Creative Commons Attribution 4.0
International License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to
the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver
(http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.
* Correspondence: chose@snu.ac.kr
1Research Institute for Veterinary Science and College of Veterinary Medicine,
Seoul National University, Seoul, Republic of Korea
Full list of author information is available at the end of the article
Kim et al. Microbiome            (2019) 7:81 
https://doi.org/10.1186/s40168-019-0700-z
Fig. 2 Proportion of competing microbes according to isolation procedures of C. jejuni based on culture-dependent tools. Proportion of
a ESBL-producing E. coli and b P. mirabilis among competing microbes according to the isolation procedure of C. jejuni (mean ± SEM).
Significance was determined by t test and one-way ANOVA. The proportion of ESBL-producing E. coli was significantly different according to the
isolation procedure including the type of enrichment broth, selective media, and the combination of different enrichment broths, the ratio of
sample-to-enrichment broth, and selective media. The proportion of P. mirabilis was significantly different according to the isolation procedure
including the type of selective media and combination of different enrichment broths, the ratio of sample to enrichment broth, and selective agars.
*p < 0.05, **p < 0.01
Kim et al. Microbiome            (2019) 7:81 Page 2 of 2
